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ISBT 2024 Congress travel report by Gloria (Ping Chu) Wu 
 
Date: 20240623* - 20240627 
Place: Barcelona, Spain 
*20250623 Invited as external guest for Red Cell Immunogenetics and Blood Group 
Terminology Working Party meeting 
 
It was as intensive congress with six days filled with dense scientific discoveries, development 
with varies aspects in the blood transfusion and immunotherapies, and networking mingling 
opportunities. In this report, I will summarize some of the highlights from the congress 
scientific sessions, workshops, working party meetings I participated, as well as provide some 
reflection and perspectives. 
  
Presidential Award Session 
This year the presidential award is given to Dr. Thierry Burnouf, who is an excellent researcher 
working on platelets and regenerative medicine, and also a professor based in Taiwan. I knew 
Dr. Burnouf before, we attend and present at the research meetings held by the Taiwan Blood 
Services Foundation, and even connect him to a clinician in National Taiwan University 
Hospital who works on helping patients recovered after eye surgery with its own platelet or 
platelet rich plasma (PRP). Therefore, it was very delighted to see a familiar face at the 
congress and to receive such a prestigious reward.  
Even as an outsider of the platelet world, I enjoyed Dr. Burnouf’s presentation, as it is a great 
introduction to the field and its applications. The title of the talk is “Platelet lysates and 
extracellular vesicles in cell therapy and regenerative medicine”. It begins about introducing 
the function of the platelets in human physiology, such as immunity, inflammation, and the 
main ingredients of the platelet lysates and also those you in find in the extracellular vesicles 
contains, and their roles in wound-healing, tissue-repairing and stimulating cell growth. 
Therefore, it is now applied to many fields of clinical care, besides the ophthalmology as 
mentioned above, it is also been applied to neurodegenerative diseases and even 
osteoarthritis. A pleasant surprise is to find that platelet lysates or the extracellular vesicles 
can also be utilized in cell culturing, replacing the use of bovine serum and allow the cells to 
grow, expand and thrive in similar ways.   
 
I LOVE BLOOD GROUPS 
Update on Immunohematology, New Horizons in Blood group genomics and Regulatory 
mechanisms, Advancements in blood group genetics in the genomics era, and working party 
meetings 
One of the highlights of this congress for me as one studying blood group genetics and 
genomics are the development in this field and how the experts are planning the executing 
an accessible, expert curated, global database for the blood group genetics. The buzz of 
having such database has been planning for years with many behind the scene work done by 
the two very capable bioinformaticians in the field, Dr. Willam Lane from Brigham Women’s 
Hospital and Harvard Medical School and Dr. Nick Gleadall from University of Cambridge. In 
this year’s congress, we could see and play with the pre-release, pilot version of the database, 
demonstrated to us by the above-mentioned great experts.  
Alongside with the release of the new database, how to handle long read sequencing results 
and the haplotype sequences is an emerging topic that requires attention. I learned before 



the congress that there are several nations/laboratories such as Switzerland, France 
established a standard procedure utilizing long-read sequencing to genotype trouble cases. 
Long-read sequencing is a powerful tool not only for haplotyping for complex blood group 
genes as those from the ABO, RH, MNS systems, it also served as a wonderful tool to sequence 
the full-length mRNA, where you get the abundance for the transcripts with the variants 
residing on these transcripts. This application has been proven to be very useful in the study 
for the practical and clinical implications of the Del phenotypes presented by Dr. Yanli Ji from 
Guangzhou Blood Center. The Asian Del (RHD c. 1227G>A) is a synonymous variant, and it 
creates transcripts skipping exon 9 as the position of the variant is located at the last base 
pair of exon 9 and causes alternative splicing. However, with the long-read sequencing, it is 
showed that the Asian Del can indeed make full length RHD transcript but at a very low amount. 
This could be one of the reasons why these individuals are often without complications when 
transfused with RhD positive blood. 
Some of the talks that is in the same scientific sessions as I, are super interesting. One is 
presented by Dr. Jizhi Wen from Guangzhou on the novel discovery of the inversion of 
TMEM50A and RHCE together with deletion of the downstream Rhesus box. This novel allele 
is estimated to be in 4.1% of Chinese RhD positive donors. The focus of the genotyping is often 
on the weak expression or the negative ones. RH system being one of the most complex 
system harbors the most alleles by far due to the recombination of homologous RHD and 
RHCE genes. This study demonstrated even the so-called RhD positive individuals can harbor 
novel RH allele with complex structural variations. Again, here we see the application of long-
read sequencing.  
Another one is the study of In(Lu) and KLF1 variants by Dr. Luyi Ye from Shanghai. As myself 
has been thinking about the In(Lu) phenotype and try to study possible mechanism of how 
KLF1 can influence the phenotype for some period of time now, Dr. Ye’s study was surely a 
good surprise. In her presentation, she demonstrated that the mutated KLF1 does not modify 
nuclear localization or expression level of KLF1, but they can inhibit the interaction of KLF1 
and the promoter of BCAM, while the interaction with promoter of HBB remain unaffected. 
The HBB remain unaffected is a contradictory to what we would normally assume considering 
KLF1 plays a key role for HBB expression. Nevertheless, I thought her work lies a good 
foundation that could to be expanded, and possibly take into consideration of non zink-finger 
linker-related-mutated KLF1, and perhaps introduce some nucleotide variations in the 
promoter sequence of BCAM to observe the expression level under these changes. 
 
Poster-session, networking, mingling and interesting chats with new and familiar faces 
The best part of the in-person conferences is that you get to interact with people, make new 
friend, and catch up with old ones. This congress definitely served as a wonderful platform in 
this domain. In this congress, I met with (a) Dr. Margaret Keller after we’ve together working 
on the ISBT allele table for Knops blood group system. I always love her enthusiasm and her 
sharpness in managing details in the meeting and in the tables. It was lovely to meet her and 
get to know her experiences in the reference laboratory for the American Red Cross. (b) Dr. 
Yanli Ji who I get to know and quickly become a very inspiring conversation partner since 2017 
ISBT in Guangzhou. (c) Dr. Vered Yahalom from Israel, the chair of the Rare Donor Working 
Party, my old colleague Lei Fang Tsai from Taipei Blood Center and I had a wonderful chat 
with Dr. Yahalom when she came to Lei Fang’s poster, discussing how to strategize algorithms 
hunting for rare donors. (d) Dr. Donatella Londero from Italy, in her presentation for the 
session “Blood group genotyping: an important tool to resolve serology discrepancies“, she 



referenced to my very earliest work on targeted next-generation sequencing to resolve ABO 
blood group discrepancies. It is always a great surprise to meet someone who have read and 
appreciate your work. (e) Dr. Peter Bugert, my opponent for my PhD examination. It was such 
a delight to see him again and even communicate through the ISBT app to help answer some 
of the questions he had for one of the presentations that I am also involved with. My previous, 
current and future employer, (f) Mr. Sheng Tang Wei, the CEO of Taiwan Blood Services 
Foundation, (g) Prof. Martin L. Olsson and his lovely counterpart Prof. Jill R. Storry from Lund 
University, and (h) Dr. Petter Höglund from Karolinska Institute. It is really a privilege to work 
with brilliant people, and great thanks for them fostering a thriving environment to help you 
become a better version of you. 
 
 
 
 
 
 
A preliminary budget for the travel. The amount will be settled with combination with another 
travel grant received from Maggie Stephens Stiftelse. The final amount deducting from KITM 
travel grant and how to return the remaining amount is under discussion with Dr. Fredrik Toss. 
 

 SEK Comment 
Registration 3349.95 285 EUR as student early registration 
Roundtrip flight Jun 
22, Jun 28 

4652.3 With Vueling airline 

Accommodation Jun 
22-28 

8266.11 720.98 EUR, split half to share room with a girl. 
The total price of the room was 1441.95 EUR 

Local transportation 655.23 45 EUR Tax from BCN airport to hotel. 
12.15 EUR for 10 times metro travel card in 
Barcelona 

Lund-CPH 
transportation 

330 165sek*2, single ticket student fair from Lund 
Central to Copenhagen airport 

Daily allowance 4146 691kr *6 days. The amount of daily allowance, 
utlandstraktamenten, (691sek) comes from the 
Tax agency webpage for Spain. 

Total 21399.59  
 

https://www.skatteverket.se/utlandstraktamente

